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Figure S1. Alignment (Clustal Omega; http://www.ebi.ac.uk/Tools/msa/clustalo/) of the rRNA 16S 

sequences of the cyanobacterial strains used in this study. The complementary sequences of the 

EUB338 and MICR3 probes are highlighted in purple and green, respectively. A star indicates 

identity. Accessions: Microcystis aeruginosa PCC 7806, EMBL: AM778843–AM778958; 

Microcystis aeruginosa PCC 7005: GenBank: AQPY00000000 ; Chlorogloeopsis fritschii PCC 

6912 GenBank: AJLN01000001-AJLN01000161. 

 

Percent identity matrix for 1474 bases 
 
 PCC 6912 PCC 7806 PCC 7005 
PCC 6912 100.00 89.27 89.27 
PCC 7806 89.27 100.00 99.80 
PCC 7005 89.27 99.80 100.00 
 
PCC_6912_rRNA16S      AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGTATGCTTAACACATGCAAGTCGAAC 60 
PCC_7806_rRNA16S      AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAAC 60 
PCC_7005_rRNA16S      AGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAACACATGCAAGTCGAAC 60 
                      ***********************************  *** ******************* 
 
PCC_6912_rRNA16S      GGTCTTTTTCGGAAGATAGTGGCGGACGGGTGAGTAACGCGTGAGAATCTGGCTCTAGGT 120 
PCC_7806_rRNA16S      GGGAATCTTCGGATTCTAGTGGCGGACGGGTGAGTAACGCGTAAGAATCTAACTTCAGGA 120 
PCC_7005_rRNA16S      GGGAATCTTCGGATTCTAGTGGCGGACGGGTGAGTAACGCGTAAGAATCTAACTTCAGGA 120 
                      **   * ******   ************************** *******  **  ***  
 
PCC_6912_rRNA16S      TCGGGACAACCACTGGAAACGGTGGCTAATACCGGATGTGCCGAAGAGGTGAAAGGCTAG 180 
PCC_7806_rRNA16S      CGGGGACAACAGTTGGAAACGACTGCTAATACCCGATGTGCCGCAAG-GTGAAACCTAAT 179 
PCC_7005_rRNA16S      CGGGGACAACAGTTGGAAACGACTGCTAATACCCGATGTGCCGCAAG-GTGAAAACTAAT 179 
                        ********   ********   ********* ********* *   ******    *  
 
PCC_6912_rRNA16S      CTGCCTAGAGATGAGCTCGCGTCTGATTAGCTAGATGGTGGGGTAAGAGCCTACCATGGC 240 
PCC_7806_rRNA16S      TGGCCTGGAGAAGAGCTTGCGTCTGATTAGCTAGTTGGTGGGGTAAGAGCCTACCAAGGC 239 
PCC_7005_rRNA16S      TGGCCTGAAGAAGAGCTTGCGTCTGATTAGCTAGTTGGTGGGGTAAGAGCCTACCAAGGC 239 
                        ****  *** ***** **************** ********************* *** 
 
PCC_6912_rRNA16S      GACGATCAGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAG 300 
PCC_7806_rRNA16S      GACGATCAGTAGCTGGTCTGAGAGGATGAGCAGCCACACTGGGACTGAGACACGGCCCAG 299 
PCC_7005_rRNA16S      GACGATCAGTAGCTGGTCTGAGAGGATGAGCAGCCACACTGGGACTGAGACACGGCCCAG 299 
                      ***************************** ****************************** 
 
PCC_6912_rRNA16S      ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAA 360 
PCC_7806_rRNA16S      ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAA 359 
PCC_7005_rRNA16S      ACTCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAA 359 
                      ************************************************************ 
 
PCC_6912_rRNA16S      TACCGCGTGAGGGAGGAAGGCTCTTGGGTTGTAAACCTCTTTTCTCAGGGAAGAAGAGAT 420 
PCC_7806_rRNA16S      CGCCGCGTGAGGGAGGAAGGTCTTTGGATTGTAAACCTCTTTTCTCAAGGAAGAAGTTCT 419 
PCC_7005_rRNA16S      CGCCGCGTGAGGGAGGAAGGTCTTTGGATTGTAAACCTCTTTTCTCAAGGAAGAAGTTCT 419 
                        ******************   **** ******************* ********   * 
 
PCC_6912_rRNA16S      GACGGTACCTGAGGAAGAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAG 480 
PCC_7806_rRNA16S      GACGGTACTTGAGGAATCAGCCTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGG 479 
PCC_7005_rRNA16S      GACGGTACTTGAGGAATCAGCCTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGG 479 
                      ******** *******  *** ************************************ * 
 
PCC_6912_rRNA16S      GATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCCGTAGGTGGTGATGCAAGTCT 540 
PCC_7806_rRNA16S      GAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGTGGTCAGCCAAGTCT 539 
PCC_7005_rRNA16S      GAGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGTGGTCAGCCAAGTCT 539 
                      ** ****************** ******************* ******* *  ******* 
 
PCC_6912_rRNA16S      ATTGTCAAAGCGTGCGGCTCAACCGCATAAAGGCAGTGGAAACTGTGTAACTAGAGTGCA 600 
PCC_7806_rRNA16S      GCCGTCAAATCAGGTTGCTTAACGACCTAAAGGCGGTGGAAACTGGCAGACTAGAGAGCA 599 
PCC_7005_rRNA16S      GCCGTCAAATCAGGTTGCTTAACGACCTAAAGGCGGTGGAAACTGGCAGACTAGAGAGCA 599 
                         ****** *  *  *** ***  * ******* **********    ******* *** 
 
PCC_6912_rRNA16S      TTCGGGGCAGGGGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACC 660 
PCC_7806_rRNA16S      GTAGGGGTAGCAGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACATC 659 
PCC_7005_rRNA16S      GTAGGGGTAGCAGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACATC 659 
                       * **** **  ********  *************************  ********* * 
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PCC_6912_rRNA16S      GGTGGCGAAAGCGCCCTGCTAGGCTGCAACTGACACTGAGGGACGAAAGCTAGGGGAGCG 720 
PCC_7806_rRNA16S      GGTGGCGAAAGCGTGCTACTGGGCTGTATCTGACACTCAGGGACGAAAGCTAGGGGAGCG 719 
PCC_7005_rRNA16S      GGTGGCGAAAGCGTGCTACTGGGCTGTATCTGACACTCAGGGACGAAAGCTAGGGGAGCG 719 
                      *************  ** ** ***** * ******** ********************** 
 
PCC_6912_rRNA16S      AATGGGATTAGATACCCCAGTAGTCCTAGCTGTAAACGATGGATACTAGGCGTTGCGTGT 780 
PCC_7806_rRNA16S      AAAGGGATTAGATACCCCTGTAGTCCTAGCCGTAAACGATGGATACTAGGCGTGGCTTGT 779 
PCC_7005_rRNA16S      AAAGGGATTAGATACCCCTGTAGTCCTAGCCGTAAACGATGGATACTAGGCGTGGCTTGT 779 
                      ** *************** *********** ********************** ** *** 
 
PCC_6912_rRNA16S      ATCGACCCACGCAGTGCCGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGCACGC 840 
PCC_7806_rRNA16S      ATCGACCCGAGCCGTGCCGAAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGCACGC 839 
PCC_7005_rRNA16S      ATCGACCCGAGCCGTGCCGAAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGCACGC 839 
                      ********  ** ****** **************************************** 
 
PCC_6912_rRNA16S      AAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAA 900 
PCC_7806_rRNA16S      AAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAA 899 
PCC_7005_rRNA16S      AAGTGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGTATGTGGTTTAA 899 
                      ************************************************************ 
 
PCC_6912_rRNA16S      TTCGATGCAACGCGAAGAACCTTACCAGGGCTTGACATGTCCGGAACCGAAGTGAAAGCT 960 
PCC_7806_rRNA16S      TTCGATGCAACGCGAAGAACCTTACCAAGACTTGACATGTCGCGAACCCTGGTGAAAGCT 959 
PCC_7005_rRNA16S      TTCGATGCAACGCGAAGAACCTTACCAAGACTTGACATGTCGCGAACCCTGGTGAAAGCT 959 
                      *************************** * ***********  *****   ********* 
 
PCC_6912_rRNA16S      TCGGGTGCCTTCGGGAGCCGGAACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 1020 
PCC_7806_rRNA16S      GGGGGTGCCTTCGGGAGCGCGAACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 1019 
PCC_7005_rRNA16S      GGGGGTGCCTTCGGGAGCGCGAACACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTG 1019 
                        ****************  **************************************** 
 
PCC_6912_rRNA16S      AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTAGTTGCCAGCACTTCGG 1080 
PCC_7806_rRNA16S      AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTAGTTGCCAGCATTA-AG 1078 
PCC_7005_rRNA16S      AGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTTCTTAGTTGCCAGCATTA-AG 1078 
                      ****************************************************** *   * 
 
PCC_6912_rRNA16S      GTGGGCACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGT 1140 
PCC_7806_rRNA16S      TTGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGT 1138 
PCC_7005_rRNA16S      TTGGGGACTCTAAGGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAGT 1138 
                       **** ****************************************************** 
 
PCC_6912_rRNA16S      CAGCATGCCCCTTACGTCCTGGGCTACACACGTACTACAATGCTCAAGACAGAGGGCAGC 1200 
PCC_7806_rRNA16S      CAGCATGCCCCTTACGTCTTGGGCGACACACGTACTACAATGGTCGGGACAAAGGGCAGC 1198 
PCC_7005_rRNA16S      CAGCATGCCCCTTACGTCTTGGGCGACACACGTACTACAATGGTCGGGACAAAGGGCAGC 1198 
                      ****************** ***** ***************** **  **** ******** 
 
PCC_6912_rRNA16S      AAGCTAGCGATAGCAAGCAAATCT-CGTAAACTTGGGCTCAGTTCAGATCGCAGGCTGCA 1259 
PCC_7806_rRNA16S      GAACTCGCGAGAGCCAGCGAATCCCAGCAAACCCGGCCTCAGTTCAGATTGCAGGCTGCA 1258 
PCC_7005_rRNA16S      GAACTCGCGAGAGCCAGCGAATCCCAGCAAACCCGGCCTCAGTTCAGATTGCAGGCTGCA 1258 
                       * ** **** *** *** ****   * ****  ** ************ ********** 
 
PCC_6912_rRNA16S      ACTCGCCTGCGTGAAGGAGGAATCGCTAGTAATCGCAGGTCAGCATACTGCGGTGAATTC 1319 
PCC_7806_rRNA16S      ACTCGCCTGCATGAAGGAGGAATCGCTAGTAATCGCCGGTCAGCATACGGCGGTGAATTC 1318 
PCC_7005_rRNA16S      ACTCGCCTGCATGAAGGAGGAATCGCTAGTAATCGCCGGTCAGCATACGGCGGTGAATTC 1318 
                      ********** ************************* *********** *********** 
 
PCC_6912_rRNA16S      GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGCTGGTCATGCCCGAAGTCG 1379 
PCC_7806_rRNA16S      GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGCTGGTCACGCCCGAAGTCA 1378 
PCC_7005_rRNA16S      GTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGGAAGCTGGTCACGCCCGAAGTCA 1378 
                      ************************************************ **********  
 
PCC_6912_rRNA16S      TTACCCTAACTCTTTTTGAGAGGGGGATGCCGAAGGCGGGACTGGTGACTGGGGTGAAGT 1439 
PCC_7806_rRNA16S      TTACCTCAACCGCA---AGGAGGGGGATGCCTAAGGCAGGGCTAGTGACTGGGGTGAAGT 1435 
PCC_7005_rRNA16S      TTACCTCAACCGTA---AGGAGGGGGATGCCTAAGGCAGGGCTAGTGACTGGGGTGAAGT 1435 
                      *****  ***         ************ ***** ** ** **************** 
 
PCC_6912_rRNA16S      CGTAACAAGGTAGCCGTACCGGAAGGTGTGGCTGGATCA 1478 
PCC_7806_rRNA16S      CGTAACAAGGTAGCCGTACCGGAAGGTGTGGCTGGATCA 1474 
PCC_7005_rRNA16S      CGTAACAAGGTAGCCGTACCGGAAGGTGTGGCTGGATCA 1474 
                      *************************************** 
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Figure S2. Alignment (Clustal Omega) of the rpoB gene sequences of the M. aeruginosa strains 

used in this study. The complementary sequence of the RPOB probe is highlighted in red. The 

sequences show 97.10% identity (indicated by a star) for 3312 bases. Accessions: Microcystis 

aeruginosa PCC 7806, EMBL: AM778843–AM778958; Microcystis aeruginosa PCC 7005: 

GenBank: AQPY00000000. 
 
PCC7806rpoB      ATGAACAATCTTACCTTTAATCTCTTACCCGACCTGATCGAAATCCAACACTCCAGTTTT 60 
PCC7005RpoB      ATGAACAATCTTACCTTTAACCTCTTACCCGACCTCATCGAAATCCAACACTCCAGTTTT 60 
                 ******************** ************** ************************ 
 
PCC7806rpoB      CGGTGGTTTTTGGAAGAAGGACTCATCGAGGAACTGAATAGCTTTTCCCCCATCAGCGAC 120 
PCC7005RpoB      CGGTGGTTTTTGGAAGAAGGACTAATCGAGGAACTGAACAGCTTTTCCCCCATCAGCGAC 120 
                 *********************** ************** ********************* 
 
PCC7806rpoB      TATACAGGTAAATTAGAACTACATTTCCTCGGCCAGGACTACAGACTCAAAGAACCGAAA 180 
PCC7005RpoB      TATACAGGTAAATTAGAACTACATTTCCTCGGCCAGGACTACAGACTCAAAGAACCGAAA 180 
                 ************************************************************ 
 
PCC7806rpoB      TACAACGTCGATGAAGCCAAACGACGCGATAGCAGCTATTCTGTTCAGATGTACGTTCCC 240 
PCC7005RpoB      TACAACGTCGATGAAGCCAAACGACGTGATAGCACCTATTCCGTTCAGATGTACGTTCCT 240 
                 ************************** ******* ****** *****************  
 
PCC7806rpoB      ACCCGTCTAATCAACAAAGAAACGGGAGAAAACATCGAACAGGAAGTTTTTATCGGCGAT 300 
PCC7005RpoB      ACCCGTCTAATCAACAAAGAAACGGGAGAAAACATCGAACAGGAAGTGTTTATCGGCGAT 300 
                 *********************************************** ************ 
 
PCC7806rpoB      TTACCCCTGATGACCGAACGGGGAACCTTTATCATTAACGGGGCTGAACGAGTCATCGTC 360 
PCC7005RpoB      TTACCCCTGATGACCGAACGGGGAACCTTTATCATTAACGGGGCCGAACGAGTCATCGTC 360 
                 ******************************************** *************** 
 
PCC7806rpoB      AATCAGATCGTCCGTTCCCCCGGTGTTTACTACAAAGCCGAAATCGACAAAAACGGTCGC 420 
PCC7005RpoB      AATCAGATCGTCCGTTCCCCCGGTGTTTACTACAAAGCCGAAATCGACAAAAACGGTCGC 420 
                 ************************************************************ 
 
PCC7806rpoB      CGCACCTACTCCGCTTCCCTGATTCCCAACCGAGGAGCTTGGTTAAAATTTGAAACCGAC 480 
PCC7005RpoB      CGTACCTACTCCGCTTCCCTGATTCCCAACCGAGGAGCTTGGTTAAAATTTGAAACCGAC 480 
                 ** ********************************************************* 
 
PCC7806rpoB      AAAAACGGCTTAGTTTGGGTCAGAATCGACAAAACCCGTAAATTATCCGCCCAAGTTCTC 540 
PCC7005RpoB      AAAAACGGCTTAGTCTGGGTCAGAATCGACAAAACCCGCAAATTATCCGCCCAAGTTCTC 540 
                 ************** *********************** ********************* 
 
PCC7806rpoB      CTGAAAGCGATCGGATTGAGCGATAACGAAATCTTTGACTCCCTACGCCATCCCGAATTT 600 
PCC7005RpoB      CTGAAAGCGATCGGATTGAGCGATAACGAAATCTTTGACTCCCTACGCCATCCCGAATTC 600 
                 ***********************************************************  
 
PCC7806rpoB      TACCAAAAAACCCTCGACAAAGAAGGCAATCCCAGCGAAGAAGAGGCCCTGCTCGACCTG 660 
PCC7005RpoB      TACCAAAAAACCCTCGACAAAGAAGGCAATCCCACCGAAGAAGAGGCACTCCTCGACCTG 660 
                 ********************************** ************ ** ********* 
 
PCC7806rpoB      TACCGCAAACTACGCCCCGGGGAACCTCCCACCGTCACTGGCGGACAACAACTACTCGAA 720 
PCC7005RpoB      TACCGCAAACTACGCCCCGGGGAACCCCCCACCGTCACCGGCGGACAACAACTACTCGAA 720 
                 ************************** *********** ********************* 
 
PCC7806rpoB      TCGCGCTTTTTTGACAATAAACGCTACGATCTCGGGCGCGTTGGTCGTTATAAACTCAAC 780 
PCC7005RpoB      TCGCGCTTTTTTGACAATAAACGCTACGATCTCGGGCGCGTTGGTCGTTATAAACTCAAC 780 
                 ************************************************************ 
 
PCC7806rpoB      AAAAAACTACGCCTCAACGTCCCCGATAACCAGCGCGTTCTCACCACCACCGACATTTTA 840 
PCC7005RpoB      AAAAAACTACGCCTCAACGTCCCCGATAACCAGCGCGTTCTCACCACCACCGACATCTTA 840 
                 ******************************************************** *** 
 
PCC7806rpoB      TCGGCGATCGACTACCTAATTAACCTCGAATTCGACATCGGTAACACCGACGACATCGAC 900 
PCC7005RpoB      TCGGCGATCGACTACCTAATTAACCTCGAATTTGACATCGGCAACACCGACGACATCGAC 900 
                 ******************************** ******** ****************** 
 
PCC7806rpoB      CACCTCGGCAACCGTCGCGTCCGTTCCGTGGGTGAACTGCTCCAAAACCAAGTGCGAGTA 960 
PCC7005RpoB      CACCTCGGCAACCGTCGCGTCCGTTCCGTGGGTGAACTGCTCCAAAACCAAGTGCGAGTA 960 
                 ************************************************************ 
 
PCC7806rpoB      GGTTTAAACCGCTTAGAAAGAATCATTCGGGAACGGATGACCGTCAGCGAATCCCAAAAC 1020 
PCC7005RpoB      GGTTTAAACCGCTTAGAAAGAATCATTCGGGAACGGATGACCGTCAGCGAATCCCAAAAC 1020 
                 ************************************************************ 
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PCC7806rpoB      CTCACCCCCGCTTCCCTAGTCAACCCGAAACCCCTAGTAGCGGCGATTAAAGAATTCTTT 1080 
PCC7005RpoB      CTCACCCCCGCTTCCCTAGTCAACCCGAAACCCCTAGTAGCGGCGATTAAAGAATTCTTT 1080 
                 ************************************************************ 
 
PCC7806rpoB      GGTTCCTCGCAACTCTCCCAGTTTATGGATCAAACCAACCCCCTAGCGGAATTGACCCAT 1140 
PCC7005RpoB      GGTTCCTCGCAACTCTCCCAGTTCATGGATCAAACCAACCCCCTAGCGGAATTGACCCAT 1140 
                 *********************** ************************************ 
 
PCC7806rpoB      AAACGCCGTATTTCCGCCCTTGGACCCGGCGGTCTCACCCGGGAACGGGCCGGTTTTGCC 1200 
PCC7005RpoB      AAACGCCGCATTTCCGCCCTTGGACCTGGCGGTCTGACCCGGGAACGGGCCGGTTTTGCC 1200 
                 ******** ***************** ******** ************************ 
 
PCC7806rpoB      GTGCGCGACATTCACCCCTCCCACCACGGTCGCATTTGTCCGGTGGAAACCCCAGAAGGT 1260 
PCC7005RpoB      GTGCGCGACATCCACCCCTCCCACCACGGTCGCATTTGTCCGGTGGAAACCCCAGAAGGT 1260 
                 *********** ************************************************ 
 
PCC7806rpoB      CCCAACGCTGGTTTAATCGGTTCCCTAGCCACCTACGCCCGCGTCAACGACTACGGTTTT 1320 
PCC7005RpoB      CCCAACGCCGGTTTAATCGGTTCCCTGGCCACCTACGCTCGCGTCAACGACTACGGTTTT 1320 
                 ******** ***************** *********** ********************* 
 
PCC7806rpoB      ATTGAAACCCCCTGTTATGGGGTGGAAAATGGCCGAGTTCGCTACGATCTCCCCGTCAAA 1380 
PCC7005RpoB      ATTGAAACCCCCTGTTATGCGGTGGAAAATGGCCGAGTACGCTATGATCTCCCCGTTAAA 1380 
                 ******************* ****************** ***** *********** *** 
 
PCC7806rpoB      TACCTCACCGCCGACGAAGAAGACGATCTCAGAGTCGCCCCGGGAGACGTGGCCACCGAT 1440 
PCC7005RpoB      TACCTCACCGCCGACGAAGAAGACGATCTCAGAGTCGCCCCGGGAGACGTGGCCACCGAT 1440 
                 ************************************************************ 
 
PCC7806rpoB      GAAAATGGTTATATCCTCGGCGAAACTATCCCCGTGCGCTATCGGCAGGAATTCTCCACC 1500 
PCC7005RpoB      GAAAATGGTTATATCCTGGGCGAAACTATCCCCGTGCGCTATCGGCAGGAATTCTCCACC 1500 
                 ***************** ****************************************** 
 
PCC7806rpoB      ACCTCCCCCGAACAAGTGGACTACGTTTGTGTTTCCCCCGTGCAAATTGTCTCGGTGGCC 1560 
PCC7005RpoB      ACTTCCCCCGAACAAGTGGACTACGTTTGTGTTTCCCCCGTCCAAATTGTCTCGGTGGCC 1560 
                 ** ************************************** ****************** 
 
PCC7806rpoB      ACTTCCCTGATTCCCTTCCTCGAACACGACGACGCTAACCGCGCCCTCATGGGGTCCAAT 1620 
PCC7005RpoB      ACTTCCCTGATTCCCTTCCTCGAACACGACGACGCTAACCGCGCCCTCATGGGTTCTAAT 1620 
                 ***************************************************** ** *** 
 
PCC7806rpoB      ATGCAGCGACAAGCGGTTCCCCTGCTGCGTCCCGAACGTCCCCTTGTGGGAACGGGATTG 1680 
PCC7005RpoB      ATGCAACGACAAGCGGTTCCCCTGCTGCGTCCCGAACGTCCCCTGGTGGGTACTGGATTG 1680 
                 ***** ************************************** ***** ** ****** 
 
PCC7806rpoB      GAAGCACAGGCCGCTCGCGACTCCGGCATGGTCATCGTTTCCCGTACCAATGGAGTAGTT 1740 
PCC7005RpoB      GAAGCACAGGCCGCTCGCGACTCTGGTATGGTCATCGTTTCGCGTACCAATGGGGTCGTT 1740 
                 *********************** ** ************** *********** ** *** 
 
PCC7806rpoB      TCCCACGTCGATGCTAACCGGATTCGCATCAAAGTGGCGGATCAAGACAAAGAGATTTTC 1800 
PCC7005RpoB      TCCTACGTCGATGCTAACCGGATTCGCATCAAAGTGGCGGATGAAGACAAAGAGATTTTT 1800 
                 *** ************************************** ****************  
 
PCC7806rpoB      GGCAAGAGCGAGATCGAGTACGAAATTCAGAAATATCAACGCTCTAACCAAGATACCTGC 1860 
PCC7005RpoB      GGCAAGAGCGAGATCGAGTACGAAATTCAGAAATATCAACGCTCTAACCAAGATACCTGC 1860 
                 ************************************************************ 
 
PCC7806rpoB      CTAAATCAGCGTCCTTTGGTCTATCAAGGGGAACAAGTTGTGCCGGGGCAGATCCTCGCC 1920 
PCC7005RpoB      CTAAATCAGCGTCCTTTAGTCTATCAAGGTGAACAGGTTGTGCCAGGGCAGATCCTCGCC 1920 
                 ***************** *********** ***** ******** *************** 
 
PCC7806rpoB      GATGGTTCCGCCACCGAAGGAGGAGAAATCGCCCTCGGCCAGAATATTCTCGTCGCCTAT 1980 
PCC7005RpoB      GATGGTTCCGCCACCGAAGGAGGAGAAATCGCCCTCGGACAGAATATCCTCGTCGCCTAT 1980 
                 ************************************** ******** ************ 
 
PCC7806rpoB      ATGCCCTGGGAAGGCTATAACTACGAAGACGCGATTTTAATCAGTGAAAGACTGGTGGCA 2040 
PCC7005RpoB      ATGCCCTGGGAAGGCTATAACTACGAAGATGCGATTTTAATCAGTGAAAGACTGGTGGCA 2040 
                 ***************************** ****************************** 
 
PCC7806rpoB      CAAGATGTCTATACCAGTATCCACATTGAAAAATACGAAATCGAAGCCCGTCAAACTAAA 2100 
PCC7005RpoB      CAAGACACCTACACCAGTATCCACATTGAAAAATACGAAATCGAAGCCCGTCAAACTAAG 2100 
                 *****   *** ***********************************************  
 
PCC7806rpoB      CTCGGACCAGAGGAAATCACCAGGGAAATTCCCAACGTCGGTGAAGATGCCCTGCGAAAC 2160 
PCC7005RpoB      CTAGGACCAGAGGAAATCACCAGGGAAATTCCCAACGTCGGTGAAGATGCCCTGCGAAAC 2160 
                 ** ********************************************************* 
 
PCC7806rpoB      CTCGATGAACGCGGCATTATTCGCATCGGAGCTTGGGTAGAAGCCAGCGATATCCTTGTA 2220 
PCC7005RpoB      CTCGATGAACGCGGCATTATTCGCATCGGTGCCTGGGTAGAAGCCAGCGATATCCTTGTG 2220 
                 ***************************** ** **************************  
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PCC7806rpoB      GGGAAAGTCACCCCAAAAGGCGAATCAGACCAACCCCCCGAAGAAAAACTACTGCGGGCA 2280 
PCC7005RpoB      GGGAAAGTCACCCCGAAAGGCGAATCAGACCAACCCCCCGAAGAAAAACTACTGCGGGCA 2280 
                 ************** ********************************************* 
 
PCC7806rpoB      ATTTTCGGCGAAAAGGCCCGGGATGTACGGGATAACTCCCTGCGCGTCCCCAACGGCGAA 2340 
PCC7005RpoB      ATTTTCGGCGAAAAGGCCCGGGATGTACGCGATAACTCCCTGCGCGTTCCCAACGGCGAA 2340 
                 ***************************** ***************** ************ 
 
PCC7806rpoB      AAAGGCCGGGTAGTGGATGTACGGGTATTTACCCGCGAACAGGGGGACGAATTACCCCCC 2400 
PCC7005RpoB      AAAGGCCGGGTAGTGGATGTGCGCGTATTTACCCGCGAACAGGGAGATGAATTACCCCCT 2400 
                 ******************** ** ******************** ** ***********  
 
PCC7806rpoB      GGGGCTAATATGGTAGTGCGGGTTTACGTTGCCCAAAAACGCAAAATCCAAGTGGGCGAT 2460 
PCC7005RpoB      GGGGCCAATATGGTGGTAAGGGTTTACGTTGCCCAAAAACGCAAAATCCAAGTGGGCGAT 2460 
                 ***** ******** **  ***************************************** 
 
PCC7806rpoB      AAAATGGCGGGTCGTCACGGCAATAAAGGGATTATTTCTCGGATTCTGCCCCTAGAAGAT 2520 
PCC7005RpoB      AAAATGGCGGGTCGTCACGGCAATAAAGGGATTATTTCTCGGATTCTGCCCCTGGAAGAT 2520 
                 ***************************************************** ****** 
 
PCC7806rpoB      ATGCCCTACCTCCCCGATGGTCGTCCCGTCGATATCGTTCTCAATCCCCTAGGGGTTCCC 2580 
PCC7005RpoB      ATGCCCTACCTCCCCGATGGTCGCCCCGTCGATATCGTTCTTAATCCCCTAGGGGTTCCC 2580 
                 *********************** ***************** ****************** 
 
PCC7806rpoB      AGTCGCATGAACGTCGGTCAGGTGTTTGAATGTTTACTGGGTTGGGCTGGCGAAAATCTG 2640 
PCC7005RpoB      AGTCGCATGAACGTCGGTCAGGTGTTTGAATGTTTACTGGGTTGGGCCGGCGAAAATCTG 2640 
                 *********************************************** ************ 
 
PCC7806rpoB      GGCGTGCGCTTTAAGATTACTCCCTTTGATGAAATGTATGGGGAAGAAGCCAGCCGTTTG 2700 
PCC7005RpoB      GGCGTGCGCTTTAAGATTACTCCTTTTGACGAAATGTATGGGGAAGAAGCCAGCCGTTTA 2700 
                 *********************** ***** *****************************  
 
PCC7806rpoB      ACCGTCCACGGATTGCTAGAAAATGCCTCGAAAAAACCCAATCGTGATTGGGTGTTCAAG 2760 
PCC7005RpoB      ACCGTTCACGGATTGCTAGAAAATGCCTCGAAAAAACCCAATCGCGATTGGGTGTTCAAG 2760 
                 ***** ************************************** *************** 
 
PCC7806rpoB      GAAGAACACGCGGGCAAAGTCACCGTTTACGATGGTCGCACCGGCGAACCCTTTGACCGT 2820 
PCC7005RpoB      GAAGAACACGCCGGCAAAGTCACGGTTTACGATGGTCGCACCGGCGAACCCTTTGACCGT 2820 
                 *********** *********** ************************************ 
 
PCC7806rpoB      CCCGTTACCGTCGGTATGGCCTATATGTTAAAACTGGTTCACCTGGTTGATGATAAAATT 2880 
PCC7005RpoB      CCCGTTACCGTCGGTATGGCCTATATGTTAAAACTGGTTCACCTGGTTGATGATAAAATT 2880 
                 ************************************************************ 
 
PCC7806rpoB      CACGCCCGCTCTACCGGTCCCTACTCCTTGGTTACTCAGCAACCCTTGGGCGGTAAAGCT 2940 
PCC7005RpoB      CACGCCCGTTCTACCGGTCCCTACTCCTTGGTTACTCAGCAACCCTTGGGCGGTAAAGCT 2940 
                 ******** *************************************************** 
 
PCC7806rpoB      CAACAGGGGGGCCAGCGCTTCGGAGAAATGGAAGTCTGGGCCCTGGAGGCCTACGGGGCG 3000 
PCC7005RpoB      CAACAGGGAGGCCAGCGCTTCGGAGAAATGGAAGTCTGGGCCCTAGAAGCCTACGGGGCG 3000 
                 ******** *********************************** ** ************ 
 
PCC7806rpoB      GCCTATACCTTGCAGGAATTGCTAACGGTGAAATCCGATGATATGCAAGGACGGAATGAG 3060 
PCC7005RpoB      GCCTATACTTTGCAGGAATTGCTAACGGTAAAATCCGATGATATGCAAGGACGGAATGAG 3060 
                 ******** ******************** ****************************** 
 
PCC7806rpoB      GCTTTAAATGCGATCGTAAAAGGCAAGCCGATTCCCCGCCCGGGTACGCCAGAATCCTTT 3120 
PCC7005RpoB      GCTTTAAATGCGATCGTAAAAGGCAAGCCGATTCCCCGCCCGGGTACGCCAGAATCCTTT 3120 
                 ************************************************************ 
 
PCC7806rpoB      AAGGTTTTGATGCGAGAATTGCAATCCCTCGGCCTCGATATCGCCGTTCACAAGGTGGAA 3180 
PCC7005RpoB      AAGGTTTTGATGCGAGAATTGCAATCCCTCGGCCTCGATATCGCCGTTCACAAGGTGGAA 3180 
                 ************************************************************ 
 
PCC7806rpoB      AATGCCCCCGATGGTACTTCCCGCGATGTGGAGGTGGATCTGATGGTCGATGTCGGTCGT 3240 
PCC7005RpoB      AATGCCCCCGATGGTACTTCCCGCGATGTGGAGGTGGATCTGATGGTCGATGTCGGTCGT 3240 
                 ************************************************************ 
 
PCC7806rpoB      CGCGCCCCCTCTCGCCCCACCTACGAATCCTTAACCACAGAAGACCTTGAGGAAGAAGAA 3300 
PCC7005RpoB      CGCGCCCCCTCTCGCCCCACCTACGAATCCTTAACCACAGAAGACCTTGAGGAAGAAGAA 3300 
                 ************************************************************ 
 
PCC7806rpoB      TCGGAAGTGTAA 3312 
PCC7005RpoB      TCGGAAGTGTAA 3312 
                 ************ 
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Figure S3. Nucleotide sequence of the mcyA gene from M. aeruginosa PCC 7806 Accessions: 

EMBL: AM778843–AM778958. The sequence of the PCR product obtained in this study is in red, 

and the complementary sequence of the MCYA probe is highlighted in blue. The gel of the 

corresponding PCR is shown. 
 
>mcyA PCC 7806 
ATGGAAGCACATCTGGTTTCAATAGATTACCAAATTCGGCAACTTCAAGAAATAGATCCAGTAACTACTCTATTTGGTAA   80 
TGTAAGTCAGAATAAAACCGGGGAGCAGCATAGCGTTCTTGAGGTCATCTCTACAGATTTACAGGAAAAAATCAACAGTT 
TAACGGCAAATAATTCTGTTAATAATTTAGCATTTCATCTGGCTGTTGTTCAGGTTTTAATGTTTAAATACACTGCTCAA 
GTCGAGTTTGCCACGGCTACAGCAGCCTTGAATACAAAAAAATTAGATAGCCTGATATTTTGCCGATTCAATCAACATAA 
TTTTAGTTCATTTAAAGATTTACTAAGAATCATTCGTAAAGATTTACAAGAAGGCTATCGCCATCAAAACTATGCGCTGG  400 
ATAGTTTGGTCAAAACCTTGGCAGCAAGAGGAGGAAATCTAGAGAATATTTTTGACGTTGCTGTGATTAAAGAAGGACTG 
TGTGCGGACATTTCTTCGTTAAATCGGTTTCAATTAGTTTTTACCATAGAAGCGGATGATAGTGGTGTTTCTGTCACTTT 
TATTAAAGATAAATTTCCTAGGGATTTTGTCGAGAGAATGCTAGGACATTACCTAGAAATCTTAGAAATGGTGACGAGTA 
ATCCCGATATAGATTTGTCAGAAATTGATATATTAACGACCGAAGAACGAGAACAATTACTGAGAGATTGGAATGATACG 
GCCATTGAATATCCTGAAAAGCAATGGATTCATCAGCTATTTGAAGAACAAGCCAAACTTTACCCTGAGAGAGGGGCGGT  800 
CATTTTTGAAAATCAAGAATTAACTTATCAAGAATTAAATGAAAAAGCCAATCAACTTGGTCATTACCTACAAAAATTAG 
GAGTAAAACCAGAGGAATTGGTAGGAATTTATCTAGAGCGTTCCTTAGAAATGGTAGTAGGATTATTAGCTGTTTTGAAG 
GCTGGAGGAGCTTACGTTCCCTTAGATCCTAATTATCCTCAAGAACGCCTAAGTTATCTATTAGAAGATACTGGGGTAAA 
AGTTATTATTACTGGGGAATCGCTGCGGGGATTGTTGGACGAATACCGAGGAATTGTTGTTGCTTTGGATACAGATTGGT 
CAGCAATTTCTCAAGAAAGTCAGAACAATTGTGACAGTGGTGTAACTGGGGAAAATTTAGCTTATGTTATCTACACTTCC 1200 
GGTTCCACAGGTAAACCTAAGGGCGTGATGAATAATCATAAGGGGATTAGGAATCGTTTGTTGTGGATGCAGGATACTTA 
TCAGTTAACTAAGAGTGATTGCATTTTACAAAAAACCCCTTTTAGTTTCGATGTTTCAGTGTGGGAATTCTTTTGGCCTT 
TATTAGCGGGTGCAACCCTAGTTGTAGCTGAACCAGAAGGTCATAAAGATAGTACCTATTTAATACAATTGATCCAAAAG 
CAGCAAATCACTACCCTTCATTTTGTCCCCTCAATGTTGCGGGTGTTTCTGCAAGAACCAGAGCTAAAAGGATGTAGTTC 
TCTCAAGCGGGTTTTCTGTAGTGGAGAAGCTTTGTCATTAGAGTTAACACAACGCTTTTTTGAGCATTTTGACTGTGAAC 1600 
TTCACAACCTCTATGGTCCGACTGAGGCGGCGATTGATGTGACTTACTGGCCTTGTTTGCCGGAGAGTCAAAAAGCCATA 
GTCAGTATTGGCCGACCGATTGCTAATACTCAGATTTATATTCTTAATCCGCACTTACAACCAGTTCCTATAGGGATTGT 
GGGAGAATTACATATTGGTGGGATAGGTTTAGCTCGTGGATATCTCAATCGTCCCGAATTGACGGCCGAGAAATTTATCC 
CTAATCCTTTTGCTAAGGTGGAAGCAGGAATAGGGGGAGAAATTAGGGCAAAATTATATAAAACGGGAGATTTAGCCCGG 
TATTTACCCGATGGAAATATTGAGTTTTTAGGGCGGATTGACCATCAAGTTAAGATTCGAGGTTTCCGGATTGAGTTGGG 2000 
GGAAATTGAAGCTATACTCAGTCAACATCCAGCAGTTGAGCAAGCGGTAGTTATTGCATCGGAGACAGAAACAGGGAGTC 
AAACACTAATTGCTTATGTTGTGGGTCAGTCTCAAGAAGGGGAACTCTTGACGACTTCAGAAAATGGGCAATTATTCGAT 
GAACAAATCGGGCAATGGCAAAGCCTCTATAATCAAATTTACAGCCAAACATCGGCAGATTCTCAGGGTATATTTAATAT 
TGTTGGCTGGAATAGCAGTTACACGGGGGAACCTATCCCGGCTGCCCAGATGCGAGAATGGCTAGATGATAAAGTTAAGG 
TTATTCTGGCTCAAAAACCGAAAAAAGTTCTGGAAATAGGTTGTGGAACCGGGTTAATATTATTCCAAGTTGCTCCCCAT 2400 
TGCCAGTGTTATTGGGGAACCGATATCTCATCCGTTGCCTTAGACCATATTCAGCGAATTAATCAAGAAGGGCCGAAGCT 
AGAGCAAGTCAGGCTATTGCATAGCACAGCCGATAAATTTGAGGGTTTGGAGTCAGAAGGATTCGATACAATTATCCTTA 
ACTCGGTTGTGCAGTATTTCCCCCATATAGATTACTTACTGCGGGTTTTAGAGGGAGCTATCAAGGTACTAACTCCGGGG 
GGGTGTATTTTCCTTGGAGATGTGCGAAACTTGCAACTCATGGAAGCTTTTCACGCTGATGTAGAACTTTATAAGGCTAA 
CCCTGAAGATTCGATTAAGGATTTTAAACAGCGAGTACAGAGAAAAATTGAGCAAGAAAATGAATTATTTATTGACCCTG 2800 
ATTTTTTTAGAGCAATTCAGTCCTATTTTCCTCAGATTACTGAAGTCGAGATTCATCTAGAGAGAGGTCAACACCACAAC 
GAATTGACTCAATTTCGTTACAATGTTGTTCTACGAAGCGCAACAATTCTGGATTTTAGCACCGACTTTCCAGAATTAAA 
CTGGACTGAACAGCAGCTGACTTTATCTGAGGTAAGAAATCAACTGGGGACATCTGAGGGGTTAAGGGTGATAGGTGTCC 
CTAATTCTCGCTTGTTTCGACCTTTAAAAAGTGTGGAATTGTTCAGAAATTCTCAAGACTTTGGGACGACCGAGGAATTT 
CAAGCTATTAAATCGGAAATTATCCCAGAAAATGCCGTAGAACCTGAAGATTTTTCGGCTTTAGCTGAGGATTTATCCCT 3200 
TTCGGTTTGGGTAACTTGGTCGGATACTCCGGACCGTTACGATGTGATTTTTGCTCCGCTGGAAAATTCCCAGAGAAATT 
ACATCGCTTTTACCCCCACCCACACTGTAAAACCTGAAGGGCAACTTTATGCAAATCACCCTTTAAGGTCTAAGTTAAAT 
AGTAAACTGATTCCCCAACTGCGGAGTTATCTGCAAAAGCAACTCCCAGAATACATGATACCTCATGCCTTTGTGCAATT 
GGATTCTATTCCTCTGACAAATAATGGCAAAATTGACCGTCGAGCTCTACCCTCTCCAAGCTATAACAGTTTAAGGAATT 
CGGAGAATTTTGTAGCACCTTGTACCCCTCTTGAGGAAATTTTAGCACTGATTTGGGCTGAAGTTTTGGGCATCGAAGAG 3600 
GTTGGTATTCACGATAATTTTTTTGAACTTGGGGGGGATTCGATTCGGGCAATACAAGTGATCGCTAAGGCGCGACAAAT 
GGGTTTTCATTTTTCCTTACCCCAATTATTGCAACATCAAACCATTCAAGAATTGGCCAATTGCGTTAGCTATGAAATTG 
ATACTTTAGGGACTGAAAAAACGGAAGTTTTTAGTTTAATTTCTCAAGAAGTTCGCCTCAATTTACCGGAGGAAGTGGAG 
GATGCTTATCCTCTAACTGCTCTACAATTGGGGATGATATTTCATAGTGAATATCAGGGGAATCTATCGGTGTACCATGA 
TGTGTTTACCTATCATATTCGTGCTGATTTTAGTTTTCCAGCTTTACATAGTGCTATTCAGGAGATTGTCCAGCGGCATC 4000 
CAGTATTACGAACCAGTTTCGCACTCTTTGAATATCAGGAACCCCTACAATTAGTTCATCGACAAATCGATGTTCCTTTA 
GGATTAGATGACCTAACCCATCTATCTACTTCTGAACAAGACACGGCTATTGATGATTGGATTGAGCGGGAAAAAATCCG 
CACTTTTGACTGGAATATTCCTCCTTTATTTCGCTTTCATCTCCATCGCCGCAGTCAGGATAACTTTAACCTGACTTTCA 
GTTTTCATCACTCTATTTTAGATGGTTGGAGTGTGGCTTCGTTGCTCACAGAATTGTTACAACAGTATCTCTATCTTCTC 
GACAAAAAAGTTCTCCCTCTCTCTCCAACTCCCGCTCTCAGTTTTAGAGATTTTGTCGCCTTAGAAAAGAAAACTATTCA 4400 
ATCGCCAGAATGCCAGAATTATTGGCAAGAAAAACTCAGAGATGTGACGCTGACTAAACTTCCTCAGTGGTCGAAATCTA 
ATCAAGTTAATCAAGATTGGGATTGGTTAGTTCCTATATCTAGTCAGGTATCTCAGGGATTAAAACAACTCGGTAAACAA 
GTGGGAGTACCCCTAAAAAGTGTTTTATTGGCGGCTCATTTTCGGGTATTAAGTTTACTGAATAATCAGAGGGATATTGT 
TACGGGTTTAGTCTCTAATGGACGGTTAGAAGCAGCCGATGGTGAAAAGATATTAGGTTTATTTTTGAATACTTTGCCCC 
TACGTTTAGAGTTATCTGGAGGCCCTTGGAGCGATTTAGTTAAGCAAGCTTTTGATGTTGAAAGAGAATGCTTATCTTGG 4800 
CGAAGATATCCCCTCGCTGAGTTACAAAAATCAGGTCAACCTTTGTTTGATACGGCTTTTAATTTTATTCATTTCCATGT 
TTATCAAGGTATCATCGGGGTGAAAGATTTAGAAGTCTTAGGAGGGAAGTTTTTTAATCAAACTAATTTTACATTGTTAG 
CTAATTTTAGTCTTCATCCCCTTTCATCTCAAATAGAACTTACCCTTAAATATGATGGTAATTATCTAGGGGAAAAGCAG 
ATGGAGTTAATCGGAGGATACTACGAGAAAACTCTCATCGCTATGGCAACGGAAGGGTTAGAACGTTATGAAACTTGTTG 
TTTACTTTCTGAGCAAGAACAACATCAATTATTGAAAGAATGGAATGATACTGAGGTTCACTATCCGGATGGGTGTATTC 5200 
ATCAATTGTTTGAGGAGCAAGTTAAGCGCAGTCCTGATGCGATCGCTATTATTACAGAAAATGAACAATTAACCTACCGT 
CAATTAAACGAAAAAGCGAATCAATTGGGGCGATATTTGGCGAGAAAAGGGGTAAAATCTGAATCTTTGGTGGGAATTTG 
CCTAGAACGGACCCCTGAGATGGTTATAGGGTTATTAGCCATTCTCAAAGCAGGGGGAGCTTATGTACCTTTAGATCCAG 
CTTATCCAACTGAACGCCTCAATGTTATCTTAGAAGATGCTCAAGTTTCCTTGTTGCTAACACAAGCAAAATTAGTAGAG 
AAATTAGGGAATTATCCAGGGAATCTGGTGATATTAGAGGCAGAACAAAAAAATATAGCCCTAGAAAGTCCCGAAAACCT 5600 
CTCTTTACCCGTAAGTTCCAGTAATACCGCTTATGTGATTTATACCTCCGGTTCAACGGGGAAACCAAAAGGGGTTGTCA 
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TTGAGCATCACAGCACCACAACCTTACTGAATTGGTCCAAGGAAGTCTTTAGCAGTGAGGAATTAGCGGGGGTTTTGGGA 
TCTACTTCTATTTGTTTTGATTTGTCAGTATTTGAACTATTTTTGCCCTTGGCTGTGGGGGGTAAGATTATTCTGGCCCA 
GAATGTTCTAGATTTGCCTAGTTTAAGTGCAGCCAAAGAGGTAACATTAATTAATACCGTACCTACAGCGATCGCCCAAC 
TACTGGAAATTGAGGCGATACCTGAGACTGTGCGAACGGTAAACCTCGCCGGAGAAGCTTTGTCTAATCAATTAGTCCAG 6000 
AAGCTTTACCAGCAGGAAAACATTAAGAATGTTTATAATCTCTACGGTCCTTCGGAAGATACCACTTATTCCACTTTTAG 
CTTAGTGCCTAAAGGACACCATGGACAACCGAGTATCGGCCGGCCTATTGCCAATACTCAAGTTTATATTCTGGACTCTT 
TTAAGCAACCGGTTCCTCTAGGAACTATTGGTGATTTATATATCGGGGGTGAAGGGTTAGCTCGATGTTATCTGAATCAA 
CCTGAATTAACCGCCGAGAAATTTATCTCCAATCCCTTTAGCAATGAACCCAATGCTAAACTCTATAAAACAGGAGATTT 
AGCCCGATATTTACCCGATGGAAATATTGATTTTTTGGGGCGGGGTGATAATCAGGTAAAATTGCGGGGTTTCCGCATTG 6400 
AATTAGGAGAAATTGAGGCAACTCTAGGGACTTATCCCCCAGTTAAGCAAGCGGTGGTGAAGGTTTGGGAAGACTCCTAT 
CGGAATAAGAGATTAGTCGCTTATCTAGTGGCAGAAAATGACCCGATAAATACTGAGGATTTGCGTCGTTTCTTGGGACA 
GAAATTGCCAGAGTATATGATTCCGGCTCTTTTTGTCTCCTTAGAAGCTCTCCCGCTGACTCCTAATGGAAAAATTGACC 
GTTCCAGATTACCCATCCCTGAGATACCTTCCACATCTGAGCAGGATTTTGTTCCTCCTCATACTCAGAAAGAAAAGATT 
TTGGCCAGTATTTGGCAAGATATTCTCAGCATTAAACAAGTGAGTCGTTATGACCGCTTTTTTGAAGTTGGGGGCGATTC 6800 
TATTATCAGTATTCAGGTTGTCGCTCGCGCTCGTCAAGCCGGGTTGAAGATTACCCCTAAACAGATATTTGAATATCCTA 
CTCTTGCGGAACTGGCTACAGTTGCCGATTATTCCACAGCGGAATTAGCTAAACAGGGTTTAGTGACGGGTATTGTGCCT 
CTTACTCCCATTCAACTGTGGTTTTTTGAGCAAAATCGCGCTGAAATGCACCACTTTAATCAGTCTGTCCTCTTAGAAGT 
TCCCCATCATCTGAAAGCTGATTTGTTAGCTCAATCTCTGAGAAAATTAATTGAACATCATGACGCTTTGCGGTTACGGT 
TTACTGTGGAGGAAGGACAATGGCAACAAGTCAATGGAGGAATGCCGGATGAAGTACCTTTTGAAGTGATTGATTTGTCT 7200 
TCGATTCCTCAATCTCAGCAAGGGGAAACTCTCTTAGCAATGGCAACAACTCAACAAGCAAGTTTAAATCTCTCTAGTGG 
ACTATTAATCAAGGCGGTGCTATTTGAATTGGCACCCTATCAACCCAGTCGGTTACTGATTATTATTCATCACTTGGGGG 
TTGATGGTGTATCTTGGCGAATTTTGTTAGAAGATTTATTGATGACTTATCAACAGCTAGAAAGGGGGGAGAATGTAGAA 
CTTCCACCTAAAACCATAGCCTTTCAGGATTGGGCGCTTCTCTTGAGGGATTATAGTTCGGCTCCGCTCACCAATCATGG 
ACAAGGGGAGAAAGCGAGAGAGCCATTAGACTATTGGTTAACTCAACCTTGGTTAGAGGCAAGCAATTTACCTGTAGATG 7600 
ACGAGACTGGAAAACCATACAATACAGTAGCGACGGCCAATGATGTCACGGTGACTCTAGATGAAGAGCAAACCCGCGCC 
CTCTTGCAAAAAGTCCCCGCTGCCTATAACACTCAAATTAATGAGGTTTTGTTAACCGCTTTAGCGGAAACTTTGACACA 
ATGGACAGAAAATTTGACCATATCCCTTGATTTAGAAGGACACGGACGAGAAGATTTGTTCAGTGAGGTTGACCTATCGA 
GGACGGTGGGTTGGTTTACCAGTCTTTTTCCGGTTATTTTGCGACTCCCCCCCGAAAATCACCCCGGTGAGCGGCTCAAA 
TCTATTAAAGAACAGTTACGAGCTATTCCCCACAGGGGAATTGGCTATGGAATTTCGCGATATTTGAGTGATGATGCTGA 8000 
TATTAAGTCTCAATTAGCTGAAATTCCTGCCAGAGAAGTTTTGTTTAATTATTTAGGTCAATTTGAGCAAGGACGATTGC 
AAAAAGGGGAGTGGAAATTAGCGGATGAGTCTAAGGGGCCTAATCACAGTCTTAAGGGACATCGTAGTCATTTATTAGAG 
ATTACGGCCAGAGTTATCGAGGGACAGTTACAAGTAAACTGGACTTATAGCCATCTCATCTATGAACGTTCGACGGTAGA 
ATATTTAGGGCGCAGCTATAAAGAAGCTTTGCTGAAATTGATTGAGCATTGTTTATCTCCTGATGCTGGGGGTTACACTC 
CCTCGGATTTTCCAGTAGCGCACTTGAATCAACAGGAATTAGACGATATTCTGGCAGAAATTGACTAA             8388 
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Figure S4. Epifluorescence micrographs (FITC filter set; ×40 magnification; 100 ms exposure; 

scale bar 30 μm) of Microcystis aeruginosa PCC 7806 (A), of Microcystis aeruginosa PCC 7005 

(B) and of Chlorogloeopsis fritschii PCC 6912 (C) with the EUB338-HRP probe. 
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Figure S5. Epifluorescence micrographs (superposition of two images, one obtained with the Cy3 

filter set, in red, and the other one obtained with the FITC filter set, in green; ×63 magnification; 

500 ms exposure; scale bar 30 μm) of Microcystis aeruginosa PCC 7806 (A) unlabeled, (B) labeled 

with probe MCYA-HRP and (C) labeled with probe RPOB-HRP, and of Microcystis aeruginosa 

PCC 7005 (D) unlabeled, (E) labeled with probe MCYA-HRP and (F) labeled with probe RPOB-

HRP.  
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