
CaWRKY1b        CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTGACC--------AG- 
EUG1-1          CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTGACC--------AG- 
EUG1            CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTGATC--------AG- 
RAC1            CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTGATC----------- 
RAC1-1          CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTGATC----------- 
HUM             CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTGATCAAGATCGG--- 
LIB             CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTGATC------GG--- 
CaWRKY1a        CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTCATC------GGAGT 
CAN1            CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTCATC------GGAGT 
CAN1-1          CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTCATC------GGAGT 
CON             CCTCTTTAGAATACTGCAGCCTGATTAACAACAATCTTCTTGATTCATC------GGAGT 
                ********************************************* * *      
 
CaWRKY1b        AGTATTTTGCTACTGGTGTTTATCTCTTTGTGCAAAAACACT---ACTAGTTTCTGGGGT 
EUG1-1          AGTATTTTGCTACTGGCGTTTATCTCTTTGTGCAAAAACACT---ACTAGTTTCTGGGGT 
EUG1            AGTATTTTGCTACTGGTGTTTATCTCTTTGTGCAAAAACACT---ACTAGTTTCTGGGGT 
RAC1            AGTATTTTACTACTACTGTTTATCTCTTTGTGCAAAAACACT---ACTAGTTTCTGGGGT 
RAC1-1          AGTGTTTTACTACTACTGTTTATCTCTTTGTGCGAAAACACT---ACTAGTTTCTGGGGT 
HUM             AATATTTTACTACTACTGTTTATCTCTTTGTGCAAAAACACTACTACTAGTTTCTGGGGT 
LIB             AGTATTTTACTACTACTGTTTATCTCTTTGTGCAAAAACACTGCTACTAGTTTCTGGGGT 
CaWRKY1a        AGTATTTTACTACTACTGTTTCTCTCTTTGTGCAAAAACACT---ACTAGTTTCTGGGGT 
CAN1            AGTATTTTACTACTACTGTT-CTCTCTTTGTGCAAAAACACT---ACTAGTTTCTGGGGT 
CAN1-1          AGTATTTTACTACTACTGTTTCTCTCTTTGTGCAAAAACACT---ACTAGTTTCTGGGGT 
CON             AGTATTTTACTACTACTGTTTCTCTCTTTGTGCAAAAACACT---ACTAGTTTCTGGGGT 
                * * **** *****   ***  *********** ********   *************** 
 
CaWRKY1b        TG---------ATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATTCTGACAAAA 
EUG1-1          TG---------ATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATTCTGACAAAA 
EUG1            TG---------ATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATTCTGACAAAA 
RAC1            TG---------ATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATTCTGACAAAA 
RAC1-1          TG---------ATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATTCTGACAAAA 
HUM             TG---------ATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATTCTGACAAAA 
LIB             TG---------ATACTTATGGACAAAGGATGGGGCGTAACCGTAGATAATTCTGACAAAA 
CaWRKY1a        TGATAAACTTGATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATCCTGACAAAA 
CAN1            TGATAAACTTGATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATCCTGACAAAA 
CAN1-1          TG---------ATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATCCTGACAAAA 
CON             TG---------ATATTTATGGACAAAGGATGGGGCGTAACCGTAGATAATCCTGACAAAA 
                **         *** *********************************** ********* 
                       
CaWRKY1b        TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
EUG1-1          TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
EUG1            TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
RAC1            TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
RAC1-1          TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
HUM             TAGGATTTTTTGGAAATAAACCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
LIB             TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
CaWRKY1a        TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
CAN1            TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
CAN1-1          TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
CON             TAGGATTTTTTGGAAATAAGCCGGTTTTTGGATTCAATTTGAGTCCTAGGTTGAATCCTA 
                ******************* **************************************** 
 
CaWRKY1b        GCAAGGGTAGTCTGAGTATGTTTCCGGCCGCCGAGTTTTTGGCCAATCAGAACCGCCGGG 
EUG1-1          GCAAGGGTAGTCTGAGTATGTTTCCGGCCGCCGGGTTTTTGGCCAATCAGAACCGCCGGG 
EUG1            GCAAGGGTAGTCTGAGTATGTTTCCGGCCGCCGAGTTTTTGGCCAATCAGAACCGCCGGG 
RAC1            GCAAGGGTAGTCTGAGTATGTTTCCGGCCTCCGAGTTTTTGGCCAATCAGAACCGCCGGG 
RAC1-1          GCAAGGGTAGTCTGAGTATGTTTCCGGCCTCCGAGTTTTTGGCCAATCAGAACCGCCGGG 
HUM             GCAAGGGTAGTCTGAGTATGTTTCCGGCCACCGAGTTTTTGGCCAGTCAGAACCGCCGGG 
LIB             GCAAGGGTAGTCTGAGTATGTTTCCGGCCACCGAGTTTTTGGCCAATCACAACCGCCGGG 
CaWRKY1a        GCAAGGGTAGTCTGAGTATGTTTCCGGCCACCGAGTTTTTGGCCAATCAGAACCGCCGGG 
CAN1            GCAAGGGTAGTCTGAGTATGTTTCCGGCCACCGAGTTTTTGGCCAATCAGAGCCGCCGGG 
CAN1-1          GCAAGGGTAGTCTGAGTATGTTTCCGGCCACCGAGTTTTTGGCCAATCAGAGCCGCCGGG 
CON             GCAAGGGTAGTCTGAGTATGTTTCCGGCCACCGAGTTTTTGGCCAATCAGAACCGCCGGG 
                ***************************** *** *********** *** * ******** 
 
CaWRKY1b        AAGACTCGCACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGGTTGTTGTTGGCGAAGTTG 
EUG1-1          AAGACTCGCACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGGTTGTTGTTGGCGAAGTTG 
EUG1            AAGACTCGCACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGGTTGTTGTTGGCGAAGTTG 



RAC1            AAGACTCGCACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGCTCGTTGTAGGCGAAGTTG 
RAC1-1          AAGACTCGCACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGCTCGTTGTAGGCGAAGTTG 
HUM             AAGACTCACACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGGTTGTTGTAGGCGAAGTTG 
LIB             AAGACTCGCGCGCTGCTGCTTCGTCCGATGGTGAGAAGAGGGTTGTTGTAGGCGAAGTTG 
CaWRKY1a        AAGACTCGCACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGGTTGTTGTAGGCGAAGTTG 
CAN1            AAGACTCGCACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGGTTGTTGTAGGCGAAGTTG 
CAN1-1          AAGACTCGCACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGGTTGTTGTAGGCGAAGTTG 
CON             AAGACTCGCACGCTGCTGCTTCGTCCGATGGTGAGAAGAGGGTTGTTGTTGGCGAAGTTG 
                ******* * ******************************* * ***** ********** 
 
CaWRKY1b        ACTTCTTTTCGGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
EUG1-1          ACTTCTTTTCGGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
EUG1            ACTTCTTTTCGGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
RAC1            ACTTCTTTTCCGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
RAC1-1          ACTTCTTTTCCGACNNGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
HUM             ACTTCTTTTCGGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
LIB             ACTTCTTTTCGGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
CaWRKY1a        ACTTCTTTTCGGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
CAN1            ACTTCTTTTCGGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
CAN1-1          ACTTCTTTTCGGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
CON             ACTTCTTTTCGGACAAGAAGAAGGCTAATGATATCCTGATCAAGAAAGAAGATTGTCATG 
                ********** ***  ******************************************** 
 
CaWRKY1b        GTGAAGACAAGATGAAGACTAACATGGACGTTGTAAATGTAAGCATCCCACAAGACAGTA 
EUG1-1          GTGAAGACAAGATGAAGACTAACATGGACGTTGTAAATGTAAGCATCCCACAAGACAGTA 
EUG1            GTGAAGACAAGATGAAGACTAACATGGACGTTGTAAATGTAAGCATCCCACAAGACAGTA 
RAC1            GTGAAGACAAGATGAAGACTAACATGGATGTTGTAAATGTAAGCATCCCACAAGACAGTA 
RAC1-1          GTGAAGACAAGATGAAGACTAACATGGATGTTGTAAATGTAAGCATCCCACAAGACAGTA 
HUM             GTGAAGACAAGATGAAGACTAACATGGATGTTGTAAATGTAAGCATCCCACAAGACAGTA 
LIB             GTGAAGACAAGATGAAGACTAACATGGATGTTGTAAATGTAAGCATCCCACAAGACAGTA 
CaWRKY1a        GTGAAGACAAGATGAAGACTAACATGGATGTTGTAAATGTAAGCATCCCACAAGACAGTA 
CAN1            GTGAAGACAAGATGAAGACTAACATGGATGTTGTAAATGTAAGCACCCCACAAGACAGTA 
CAN1-1          GTGAAGACAAGATGAAGACTAACATGGATGTTGTAAATGTAAGCATCCCACAAGACAGTA 
CON             GTGAAGACAAGATGAAGACTAACATGGATGTTGTAAATGTAAGCACCCCACAAGACAGTA 
                **************************** **************** ************** 
 
CaWRKY1b        GTACTTTTTTTTT-----------GTCTTAATCTGATATATCTGGTGAA-TTA--ATCCA 
EUG1-1          GTACTTTTTTTTTT----------GTCTTAATCTGATATATCTGGTGAA-TTA--ATCCA 
EUG1            GTACTTTTTTTTT-----------GTCTTAATCTGATATATCTGGTGAA-TTA--ATCCA 
RAC1            GTACTTTTTTTT--------GTC-GTCTTAATCTGATATATCTGGTGAA-TTA--ATCCA 
RAC1-1          GTACTTTTTTTTTTTT--------GTCTTATTCTGATATATCTGGTGAA-TTA--ATCCA 
HUM             CTACTTTTTTTTTTTT--------GTCTTAATCTGATATATCTGGTGAA-TTA--ATCCA 
LIB             GTACTTTTTTTTTTTTT-------GTCTTAATCTGATATATCTGGTGAA-TTA--ATCCA 
CaWRKY1a        GTACTTTTTTTTTTTTTTT-GTCTGTCTTAATCTGATATATCTGGTGAAATTATTATCCA 
CAN1            GTACTTTTTTTTTTTTTTTTGTCTGTCTTAATCTGATATATCTGGTGAAATTATTATCCA 
CAN1-1          GTACTTTTTTTTTTTTTTT-GTCTGTCTTAATCTGATATATCTGGTGAAATTATTATCCA 
CON             GTACTTTTTTTTTTTTT---GTCTGTCTTAATCTGATATATCTGGTGAAATTATTATCCA 
                 ***********            ****** ****************** ***  ***** 
 
CaWRKY1b        ATCCCATTACTTCACGATTATGTGCTTACCTCTTT--TTGTTTTTTGTTTTCCCCCTGTA 
EUG1-1          ATCCCATTACTTCACGATTATGTGCTTACCTCTTT--TTGTTTTTTGTTTTCCCCCTGTA 
EUG1            ATCCCATTACTTCACGATTATGTGCTTACCTCTTT--TTCTTTTT---TTTCCCCCTGTA 
RAC1            ATCCCATTACTTCACGATTATGTGCTTACCTCTTC--TTTTTTTTC---TCCCCCCTGTA 
RAC1-1          ATCCCATTACTTCACGATTATGTGCTTACCTCTTC--TTCTTTTTT--TCCCCCCCTGTA 
HUM             ATCCCATTAGTTCACGATTATGTGCTTACCTCTTT---------TTTTTCCCCCCCTGTA 
LIB             ATCCCATTAGTTCACGATTATGTGCTTACCTCTTTCTTTCTTTTTTTTTGTCCCCCTGTA 
CaWRKY1a        ATCCCATTAATCT--GAT-ATAT-------TCTGC-------------------CCTGTA 
CAN1            ATCCCATTAATCT--GAT-ATAT-------TCTGC-------------------CCTGTA 
CAN1-1          ATCCCATTAATCT--GAT-ATAT-------TCTGC-------------------CCTGTA 
CON             ATCCCATTAATCT--GAT-ATAT-------TCTGC-------------------CCTGTA 
                ********* *    *** ** *       ***                     ****** 
 
CaWRKY1b        TAGACGGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAT 
EUG1-1          TAGACGGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAT 
EUG1            TAGACGGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAT 
RAC1            TAGACTGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAT 
RAC1-1          TAGACTGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAT 
HUM             TAGACTGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAC 



LIB             TAGACTGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAC 
CaWRKY1a        TAGACTGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAT 
CAN1            TAGACTGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAT 
CAN1-1          TAGACTGGCCTCCAACTTGTTATCACGAACACTGGAAGTGATCAATCCACGGTGGATGAT 
CON             TAGACTGGCCTCCAACTTGTTATCGCGAACACTGGAAGTGATCAATCCACGGTGGATGAT 
                ***** ****************** **********************************  
 
CaWRKY1b        GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAAGAGGATGACAATTA 
EUG1-1          GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAAGAGGATGACAATTA 
EUG1            GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAAGAGGATGACAATTA 
RAC1            GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAACAGGATGGCAATTA 
RAC1-1          GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAGGAGGATGGCAATTA 
HUM             GGAGTTTCATCGGATATTGAAGAGAAAAGGGCTAAGCTTGAGGTAGGAGGATGACAATTA 
LIB             GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAAGAGGATGACAATTA 
CaWRKY1a        GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAAGAGGGTGACAATTA 
CAN1            GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAAGAGGATGGCAATTA 
CAN1-1          GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAAGAGGGTGACAATTA 
CON             GGAGTTTCATCAGATATTGAAGATAAAAGGGCTAAGCTTGAGGTAAGAGGATGGCAATTA 
                *********** *********** *********************  *** ** ****** 
 
CaWRKY1b        ACTTTCTTATCGACTGAATGATGTTTCAAGTCTAATTTGGTGATTTAGTTAAATTAGCTT 
EUG1-1          ACTTTCTTATCGACTGAATGATGTTTCAAGTCTAATTTGGTGATTTAGTTAAATGAGCTT 
EUG1            ACTTTCTTATCGACTGAATGATGTTTCAAGTCTAATTTGGTGATTTAGTTAAATGAGCTT 
RAC1            ACTTTCTTATCGACTGAATGATGTTTCAAGTCCAATTTGGTGATTTACTTAAATTAGCTT 
RAC1-1          ACTTTCTTATCGACTGAATGATGTTTCAAGTCTAATTTGGTGATTTAGTTAAATTAGCTT 
HUM             ACTTTCTTATCGACTGAATGATGTTTCAAGTCTAATTTGGTGAT--------ATTAGCTT 
LIB             ACTTTCTTATCGACTGAATGATGTTTCTTATCGA--CTGGTGAT--------ATTAGCTT 
CaWRKY1a        ACTTTCTTATCGACTGAATGATGTTTCAAGTCTAATTTGGTGATTTAGTTATATTAGCTT 
CAN1            ACTTTCTTATCGACTGAATGATGTTTCAAGTCTAATTTGGTGATTTAGTTATATTAGCTT 
CAN1-1          ACTTTCTTATCGACTGAATGATGTTTCAAGTCTAATTTGGTGATTTAGTTATATTAGCTT 
CON             ACTTTCTTATCGACTGAATGATGTTTCAAGTCTAATTTGGTGATTTAGTTATATTAGCTT 
                ***************************   ** *   *******        ** ***** 
 
CaWRKY1b        TCACGTTTTGATAATAATTTCCTGTTTTGCACAATTAATTCAG 
EUG1-1          TCACGTTTTGATAATAATTTCCTGTTTTGCACAATTAATTCAG 
EUG1            TCACGTTTTGATAATAATTTCCTGTTTTGCACAATTAATTCAG 
RAC1            TCACGTTTGGATAATAATTTCCTGTTTTGCATAATTAATTCAG 
RAC1-1          TCACGTTTGGATAATAATTTCCTGTTTTGCATAATTAATTCAG 
HUM             TCACGTTTGGATAATAATTTCCTGTTTTGCATAATTAATTCAG 
LIB             TCACGTTTGGATAATAATTTCCTGTTTTGCATAATTAATGCAG 
CaWRKY1a        TCACGTTTGGATAATAATTTCCTGTTTTGCATAATTAATTCAG 
CAN1            TCACGTTTGGATAATAATTTCCTGTTTTGCATAATTAATTCAG 
CAN1-1          TCACGTTTGGATAATAATTTCCTGTTTTGCATAATTAATTCAG 
CON             TTCCGTTTGGATAATAATTTCCTGTTTTGCATAATTAATTCAG 
                *  ***** ********************** ******* ***                              


